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DEFINITION Bacillus thuringiensis CT43 plasmid pBMB0558, complete sequence.
ACCESSION HM037272 REGION: complement (86483..87283)
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/codon_start=1

/transl table=11

/product="S-layer-like domain-containing protein"

/protein id="ADU03189.1"
/translation="MQALEKAGIMNGYGNGTFGAENILTREQLASVLTKAFKLKPKSM
TTEDDVEKNYWATDSISAVQSNGISIGMGNNTFEPKTLVKREQYVQFLYNTMKKQPDH
NGNNNENNNGNNNGNNNENNNGNNNDEVNSPYYVAPPKESSENSALRQKLGNYGSYTG
VKKSYFDSLNQDIASGKITEEDAKVKAGTLEPWEDAKIPSFLPKGTKVAVESVNIQKE

NTSSNDYKVIDKMIQKDYGGTYFGINVYWNAETKQONTVSVLHVQEIYQ"
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